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- Table 1 Selected 10 PPO resources from 163 molecular docking results depended
on the binding affinity, quantity of production, price and accessibility.

W5VXS2 Musa acuminata AAA Group
Q97P19 Ipomoea batatas -8.035 3
Q6YHK7 Ananas comosus -7.7775 7
. PAU&?DOCI{ Wﬂ M1BMR4 Solanum tuberosum -7.77 9
: - I3BWE67 Pyrus pyrifolia -7.5225 14
K4CMI7 Solanum lycopersicum -7.45 18
I1IMEE6 Glycine max -7.4375 19
P43309 Malus domestica -7.4075 21
V7B2A0 Phaseolus vulgaris -7.365 27

Inverse virtual screening ESLOE4 Nelumbo nucifera 734 28
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Fig. 1 Active side of Ipomoea batatas PPO (Q9ZP19)

PPO is colored according to hydrophobicity (red,
hydrophobic; white, hydrophilic) and shown in cartoon
mode.

* represents gate residue (phenylalanine);
# represents the covalent cysteine-histidine thioether bond;

gold spheres represents copper atoms; red sphere
represents bound oxygen;

E represents a highly conserved glutamic acid which is
important for substrate deprotonation.

Hg,+1 and Hg,+1 represent the residue next to the first
histidine coordinated with CuB and the residue next to the
second histidine coordinated with CuB, respectively.
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Fig. 3.4.2 Interactions between L-EGCG and best 10 PPOs




